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Abstract: 
Realizing the promise of precision medicine requires resolving molecular and 
clinical heterogeneity in ways that generalize across studies and diverse 
populations. This talk will introduce robust computational methods that have 
enabled molecular and clinical discoveries, including novel regulatory-like naïve 
T cell populations linked to aging, a previously unrecognized sub-endotype of 
type 2 inflammatory asthma linked to differential drug response, and newly 
identified glaucoma patient subgroups exhibiting distinct responses to first-line 
therapies.  
 
Reading List: 

1.​ https://www.medrxiv.org/content/10.1101/2025.08.28.25334696v1  
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